product produced 149-bp (allele 1) and 111-and 38-bp (allele 2) polymorphic fragments. The monomorphic fragments were 242, 208, 177, 131, 97, 85 , and 80 bp (Figure 1) .
Pattern of Inheritance.
Autosomal segregation following a pattern of Mendelian inheritance was observed in three families of the three-generation PiGMaP reference family (Archibald et al., 1995) .
Allele Frequencies. Allele frequencies were determined by genotyping of 14 grandparental animals of the European PiGMaP families and 42 unrelated animals from several breeds in the Iowa State University herd. Allele 1 was observed with a frequency of .72 in Yorkshire (n = 9), .22 in Large White (n = 10), and .05 in Chester White (n = 9). Allele 1 was not observed in any Meishan (n = 8), Hampshire (n = 9), Duroc (n = 7), or Landrace (n = 4) pig.
Chromosomal Location. Two-point linkage analyses were performed using the genotypes of the three PiG-MaP families and the CRI-MAP program (Green et al., 1990) . The agouti gene shared significant linkage to two markers on porcine chromosome 17 (SSC17). The linked markers (LOD score and sex-averaged centimorgan distances in parentheses) were SO292 (7.22, 0) and ENDO (6.99, 15) .
Comments. The porcine agouti gene had been physically mapped to SSC17q21 and the physical location corresponds to the comparative locations of the human (HSA 20) and mouse (MMU 2) agouti genes (Kijas et al., 1998) . Our linkage results agree reasonably well with the physical data. The agouti protein antagonizes the binding of certain pro-opiomelanocortins to melanocortin receptors (MCR) involved in pigmentation and obesity (Fan et al., 1997) . Further sequence analyses to find polymorphisms in addition to our intronic one are underway.
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